
Supplemental Table 1 

Supplemental Table 1. List of the genes with upregulated expression comparing liver 
metastatic colon cancer L-1 and L-2 cells with non-metastatic SW480 and SW620 cells. 



Supplemental Table 2. List of the genes with downregulated expression comparing liver 
metastatic colon cancer L-1 and L-2 cells with non-metastatic SW480 and SW620 cells. 
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Supplemental Figure 1 

Supplemental Figure 1. Selection of the genes that may mediate colorectal cancer hepatic 
metastasis.  A, Functional-clustering analysis of the 68 genes upregulated in L-1 and L-2 cells 
compared with SW480 and SW620 cells. B, 10 genes with at least a 4-fold increase in their 
expression levels (according to cDNA microarray signals) in L-1 and L-2 cells were selected.  
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Supplemental Figure 2 

Supplemental Figure 2.  10 gene expression levels in the SW480, SW620, L-1 and L-2 cells using RT-PCR 
analysis. 



APOBEC3G 
5’GATCCCCGTACTAAGATTGTGCTCAATTCAAGAGATTGAGCACAATCTTAGTACTTTTTA3’ 
5’AGCTTAAAAAGTACTAAGATTGTGCTCAATCTCTTGAATTGAGCACAATCTTAGTACGGG3’ 

CALB1 
5’GATCCCCAGAAGAAAGTCTATGCTTATTCAAGAGATAAGCATAGACTTTCTTCTTTTTTA3’ 
5’AGCTTAAAAAAGAAGAAAGTCTATGCTTATCTCTTGAATAAGCATAGACTTTCTTCTGGG3’ 

CD133 
5’GATCCCCCATGAAAGCACAAGGTAAATTCAAGAGATTTACCTTGTGCTTTCATGTTTTTA3’ 
5’AGCTTAAAAACATGAAAGCACAAGGTAAATCTCTTGAATTTACCTTGTGCTTTCATGGGG3’ 

FERRITIN 
5’GATCCCCGGTACAAATCAAAGAACTTTTCAAGAGAAAGTTCTTTGATTTGTACCTTTTTA3’ 
5’AGCTTAAAAAGGTACAAATCAAAGAACTTTCTCTTGAAAAGTTCTTTGATTTGTACCGGG3’ 

IFITM3 
5’GATCCCCCAATAAAGTGCACGTGTTTTTCAAGAGAAAACACGTGCACTTTATTGTTTTTA3’ 
5’AGCTTAAAAACAATAAAGTGCACGTGTTTTCTCTTGAAAAACACGTGCACTTTATTGGGG3’ 

LERK5 
5’GATCCCCGCAAAGATCTCTAGAGTTTTTCAAGAGAAAACTCTAGAGATCTTTGCTTTTTA3’ 
5’AGCTTAAAAAGCAAAGATCTCTAGAGTTTAGAGAACTTAAACTCTAGAGATCTTTGCGGG3’ 

LIPC 
5’GATCCCCTAATGAAGACCCAGTGTAATTCAAGAGATTACACTGGGTCTTCATTATTTTTA3’ 
5’AGCTTAAAAATAATGAAGACCCAGTGTAATCTCTTGAATTACACTGGGTCTTCATTAGGG3’ 

S100P 
5’GATCCCCGCTCATGTACCTCTGATTATTCAAGAGATAATCAGAGGTACATGAGCTTTTTA3’ 
5’AGCTTAAAAAGCTCATGTACCTCTGATTATCTCTTGAATAATCAGAGGTACATGAGCGGG3’  

Supplemental Figure 3 

Supplemental Figure 3. List of siRNA sequences for constructing specific shRNAs. 
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Supplemental Figure 4 
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Supplemental Figure 4. Validation of retroviral shRNAs in L-1 cells. A, shRNAs targeting Group A 
genes (APOBEC3G, CD133, LIPC, and S100P), and group B genes (CALB1, IFITM3, LERK5, and 
FERRITIN). The effectiveness of shRNAs (si-4A, si-4B) was validated by immunoblotting. B, Because of 
the unavailability of an antibody for FERRITIN, FERRITIN expression was detected by RT-PCR. 
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Supplemental Figure 5. Knocking-down either one of the four Group A genes was not sufficient to 
decrease the liver metastasis rate in orthotopic animal model, compared with knocking-down all four 
genes (*P<0.05).  
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Supplemental Figure 6. APOBEC3G 
enhances colon cancer cell 
migration and invasion through 
restoration of MMP2 from the 
inhibition of miR-29. Images show A, 
migration and B, invasion activity of 
SW620 cells expressing the indicated 
constructs (APO: APOBEC3G) and 
oligonucleotides. Images show C, 
migration and D, invasion activity of L-1 
cells expressing the indicated 
constructs and oligonucleotides. 
Images show E, migration and F, 
invasion activity of L-1 cells expressing 
the indicated constructs and 
oligonucleotides (magnification, x200). 
All the bars show the mean value of 
the representative results from three 
experiments conducted in duplicates 
for each (±SD) (*P < 0.05). 



Supplemental Figure 7 

Supplemental Figure 7. Knocking-down APOBEC3G does not affect cell apoptosis and viability.  
L-1 cells knocked-down Apobec3G (APO) alone or knocked-down APOBEC3G and miR-29 together 
were measure for A, sub-G1 population detected by propidium iodide- flow cytometry analysis (n.s. 
non-significant); B, cell viability detected by MTT assay. Bars show the mean value of the 
representative results from three experiments conducted in duplicates for each (±SD). 
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