\ Oligo Name
SacBF-LoxPHom

Oligo Sequence (Homology to target recombination sites underlined)
CCAAGCTATTTAGGTGACACTATAGAATACTCAAGCTTGCATGCATAACTTCGTATAGCATACATTATACGAAGTTATCCTGTGACGGAAGATCACTTCG

SacBR-US34aHom

CGCCGAACGAAGGTCCCTCTGGCTCGGTCCGCCTGCTCTCTCCAGGTCCGGACTGAGCGATTCCCCGCCACCACTGGTCCTGAGGTTCTTATGGCTCTTG

SacBF-GFPPuroHom

GCTTGCCAAACCTACAGGTGGGGTCTTTCATTCCCCCC CTGGAGACTAAATAAAATC ATTTTATCGATGCCTGTGACGGAAGATCACTTCG

SacBR-GFPPuroHom

TTTATTTATGCAGAGGCCGAGGCCGCCTCGGCCTCTGAGCTATTCCAGAAGTAGTGAGGAGGC GGAGGCCTGAGGTTCTTATGGCTCTTG

CreF-SV40Hom

ATGCAGAGGCCGAGGCCGCCTCGGCCTCTGAGCTATTCCAGAAGTAGTGAGGAGGCTTTTTTGGAGGCCTAGGCTTTTGCAAAAAGCTTG

CreR-BACHom

AACGACGGCCAGTGAATTGTAATACGACTCACTATAGGGCGAATTCGAGCTCGGTACCCGGGGATCCTTAATTAACCCTCACTAAAGGGAACAAAAGCTG

GalKF-CreHom

GTTGGGTCGTTTGTTCGGATCGATCCGTCGACCTCGAGGGGGGGCCCGGTACCCAGC GTTCCCTTTAGTGAGCCTGTTGACAATTAATCATCGGCA

GalKR-SopCHom

GTGTCCTGCTTATCCACAACATTTTGCGCACGGTTATGTGGACAAAATACCTGGTTACCCAGGCCGTGCCGGCACGTTTGTCAGCACTGTCCTGCTCCTT

RemoveGalKBAC

GTCGACCTCGAGGGGGGGCCCGGTACCCAGC GTTCCCTTTAGTGAGCAAACGTGCCGGCACGGCCTGGGTAACCAGGTATTTTGTCCACATAACCG

SacBF-UL36Hom

TTATATAAAATGCTGTGTTATATACAAAAACATGCACATAGACAGACAGAACCACCGTGCTCGTCGTCCCCTCCTTAACCTGTGACGGAAGATCACTTCG

SacBR-UL36Hom

CCTGGAAAGAGGACGTTCGCTCGGGCACGTTCTTTCCAGGTG CAACGTGCGTGGATTTTTTCTATTCTCTACCAGCTGAGGTTCTTATGGCTCTTG

UL36F

CTGGAAAGAGGACGTTCGCTCGGGCACGTTCTTTCCAGGTGTTTTCAACGTGCGTGGA CTATTCTCTACCAGGTGCTTACGTCTGCTGTCAGGA

UL36R

TTATATAAAATGCTGTGTTATATACAAAAACATGCACATAGACAGACAGAACCACCGTGCTCGTCGTCCCCTCCTTAATCAGTTGTTCATGTAGGCGTGT

SacBF-UL128Hom

TGTGTTTCTTAACGCTCTCCAGGTACTGATCCAGGCCCACGATCCGGGTTATCTTGTCGTATTCCAGATTGATCCATCCCTGTGACGGAAGATCACTTCG

SacBR-UL128Hom

AGCTGACGGGCGAATACGCTGCGGCAAAGTAAACGACAAGGCGCAGTACCTGCTGGGCGCCGCTGGCAGCGTTCCCTATCTGAGGTTCTTATGGCTCTTG

UL128Rep
(altered base underlined)

TCCAGGCCCACGATCCGGGTTATCTTGTCGTATTCCAGATTGATCCATCGATAGGGAACGCTGCCAGCGGCGCCCAGCAGGTACTGCGCCTTGTCGTTITA

SacBF-RL13Hom

AATTCTACAACAGTTAGCATATCCACCAGTGAAACAACGTCTAAAAACATCACTCCAACTACCACGACAAATTCCAAACCTGTGACGGAAGATCACTTCG

SacBR-RL13Hom

TTGACGACGCTGCAGTAGAAACGACTTTGCCAGTCGTTACTAACGAGGGTGTAGTGGTAGCAATACTTGACGTTGTTTTCTGAGGTTCTTATGGCTCTTG

RL13Rep
(Site of extra base
underlined)

TGAAACAACGTCTAAAAACATCACTCCAACTACCACGACAAATTCCAAAAAAACAACGTCAAGTATTGCTACCACTACACCCTCGTTAGTAACGACTGGC

SacBF-IE2Hom

CAGCATTCTCACCACACGTTAATACTGTCACGGGAAATCACTATGTACAAGAGTCCATGTCTCTTTCCAGTTTCTCACCCTGTGACGGAAGATCACTTCG

SacBR-IE2Hom

GACCCCTCCCGAAGACCTGGACACCCTGAGCCTGGCCATCGAGGCAGCCATCCAGGACCTGAGGAACAAATCTCAGTAACTGAGGTTCTTATGGCTCTTG

IRESF-IE2Hom

CCGAGACCCCTCCCGAAGACCTGGACACCCTGAGCCTGGCCATCGAGGCAGCCATCCAGGACCTGAGGAACAAATCTCAGTAAGATCCGCCCCTCTCCCT

GFPR-IE2Hom

AGCATTCTCACCACACGTTAATACTGTCACGGGAAATCACTATGTACAAGAGTCCATGTCTCTTTCCAGTTTCTCACTTACTTGTACAGCTCGTCCATGC

SacBF-RL13 (TetO in bold)

CACATGAAATTAAGTAACATATCTACCATGAAATACAGCAAAGATATACTAATGTCTATCCCTATCAGTGATAGAGATCCTGTGACGGAAGATCACTTCG

SacBR-RL13 (TetO in bold)

ATATGATTACCGTCCATGTAATCGCAAGATGCCAGTGCATGGTACCGCTATTGGATGGATCTCTATCACTGATAGGGAGCTGAGGTTCTTATGGCTCTTG

TetO-RL13 (TetO in bold)

CATATCTACCATGAAATACAGCAAAGATATACTAATGTCTATCCCTATCAGTGATAGAGATCCATCCAATAGCGGTACCATGCACTGGCATCTTGCGATT

SacBF-UL131A (TetO in bold)

GGCGCACAGACAAACAGACAGCCACACCCGACACAGCCGCATGTTGCAGACTGAGAAATCTCTATCACTGATAGGGAGCCTGTGACGGAAGATCACTTCG

SacBR-UL131A (TetO in bold)

TTTCCCCGCCCCATCACCTCGCCTATACTATGTGTATGATGTCTCATAATAAAGCTTTCTCCCTATCAGTGATAGAGATCTGAGGTTCTTATGGCTCTTG

TetO-UL131A (TetO in bold)

GCAGACTGAGAAAGAAAGCTTTATTATGAGTCTCTATCACTGATAGGGAGATCTCTATCACTGATAGGGAACATCATACACATAGTATAGGCGAGGTGAT

SacBF-RL13Hom

AACCGTCGCAGACCCAGGAAACCGCGTTATACCAGACTTCCTAAATACGATCCAGATGAGTCTTGGACTAAAACCTAACCTGTGACGGAAGATCACTTCG




SacBR-RL13Hom

CGACTTATAAGTGATTAACTCAGAATAAACACACCCAAACATTAATGACTAAAGATAAAAAA ATTGATGTGCATACTGAGGTTCTTATGGCTCTTG

V5-RL13-F GCGTTATACCAGACTTCCTAAATACGATCCAGATGAGTCTTGGACTAAAACCAGCGCTGGTAAGCCAATCCCTAACCCGCTCCTAGGTCTTGATTCTACG
V5-RL13-R ATAAACACACCCAAACATTAATGACTAAAGATAAAAAATTTTATTGATGTGCATATTACGTAGAATCAAGACCTAGGAGCGGGTTAGGGATTGGCTTACC
RAdJMRL13F AACCGTCAGATCGCCTGGAGACGCCATCCACGCTGTTTTGACCTCCATAGAAGACACCGGGACCGATCCAGCCTGGATCCAATAGCGGTACCATGCACTG
RAdJMRL13R AGAGTATACAATAGTGACGTGGGATCCTTACGTAGAATCAAGACCTAGGAGCGGGTTAGGGATTGGCTTACCAGCGCTGGTTTTAGTCCAAGACTCATCT




