


Supplementary Figure 1. TCR repertoire of islet-derived, NRP-A7-reactive CD8+ T cells in 9- vs. 20-

week-old NOD mice. A, CD8+ cells, isolated from islets of 15-20 mice/age group (9- or 20-wk-old NOD mice)
were stained with NRP-A7 tetramers and anti-CD8 mAb, sorted by flow cytometry into tetramer+ and tetramer-

CD8+ cells, and used as a source of RNA to generate TCR-specific cDNA libraries by anchor-PCR. Figure
shows the different VJα and VDJβ rearrangements and junctional sequences that were obtained and the number

of copies of each rearrangement/the total number of informative recombinants that were sequenced. The

sequences are compared to the 8.3 TCR rearrangements (top), and to the rearrangements expressed by CD8+

lines and clones propagated from islets of ∼5-wk-old NOD mice (second panel from the top (26)). B, TCRα

sequences expressed by splenic CD8+ cells from acutely diabetic NOD mice and Vα17+ TCRα sequences

expressed by splenic CD8+ cells of pre-diabetic NOD mice.




