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Supplemental Figure 2
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Supplemental Figure 3
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Supplemental Figure 4
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Supplemental Figure 5

H3S10ph

8 wks
I » plpC

-

WT, A, C, C+A

GCP

WT A C C+A

- H3K4me0O Avs WT

= H3K4me1

I~ H3K4me2 rjaKemeOSWOpMKMaco

- H3K4me3 N

- H3K4ac1 L

. - H3K9meOK14ac0 H3K9me2S510ph1K14ac0|

I H3K9me1K14aco

[~ H3K9me2K14ac0 H3K9me3S10ph1K14acd

- H3K9me3K14ac0 \

I H3K9ac1K14ac0

|| I H3K9meOK14ac1

I H3K9me1K14ac1

- H3K9me2K14ac1 ) H3K5gact

[~ H3K9me3K14ac1 H3K27me3K3eme] | ©

- H3K9ac1K14act T a

| | HH H3K9me0S10ph1K14aco P ® H3K27

L[ \ [ H3Kome1S10ph1K14aco HaKac 1Kt 4ac1 . °

..= Il ] | I} H3kome2s10ph1K14aco © other
] H3K9me3S10ph1K14ac0

||| Bl H3K9me2S10ph1K14act -50 -25 00 25 50

|| | ] | |- H3K9me3s10ph1K14act logFC

I~ H3K18ac0K23ac0

- H3K18ac1K23ac0

I H3K18acoK23ac1

[~ H3K18ac1K23ac1

|| | ] I H3K18ub1K23ac0

I H3K27meOK36me0 C+Avs WT

I~ H3K27me0K36me1

I H3K27meOK36me2

- H3K27meOK36me3 6 i .

- H3K27me1K36me0 H3K9me2$10ph1K14ac0

- H3K27me1K36me1 | okseimes E Aurka

[~ H3K27me1K36me2 H3K78me2 |  H3K9Me2S 10ph1K14act

- H3K27me1K36me3 H3K27meak3emet\ |\ 14

- H3K27me2K36me0 4 ‘H3KsBacts_ Nl b 12

I~ H3K27me2K36me1 \\ \ | ‘, H3K9me0S10ph1K14ac0 10 l

- H3K27me2K36me2 NN @ H3K9me3S10ph1K14ac0

I H3K27me3K36me0 H3K27md3Kaented s |

£

\d Q.

Hikoac1K14act _ N\ @ H3KIme1S10phiK14acO =

I H3K27me3K36me1 e T O 6
H3K27me2K36me1." ~ § | ® H3KIme3s10ph1K14act

- H3K27me3K36me2 2 HirameT—==2—
H3K27me2K36me
H3K27ac1K36me0 HiKeme3K14ach
H3K27ac1K36me1 H3K27me3K36me0- ~ " | ® H3K27
H3K27ac1K36me2 Hykames- = =T~ . © H3K4 é\ v O &
|| [ | H3K27ac1K36me3 Hakame2 8o © H3s10
[~ H3.3K27me0K36me0 0
Aurkb
[~ H3K56me0 -50 -25 00 25 50
- H3K56ac1 logFC Fohk
- H3K79me0 14 —_—=
| | .H: H3K79me1 -

H3K79me2 12

‘\ H3K9me2S510ph1K14aci
v/

H3K56me0 (1]
b 7

-10g10(p adj)

F3K9me1§10ph1K14ach

“Iog10(p ad))




Supplemental Figure 6
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Supplemental Figure 7
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Supplemental Figure 8
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Supplemental Figure 9
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Supplemental Figure 10
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