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Figure 5B
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Figure 6A
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Figure 8A
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Supplemental Figure 4B
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Supplemental Figure 4C
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Supplemental Figure 5C

Lane 1: P100_N1_CTR1

Lane 2: P100_N1_CTR2
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Supplemental Figure 6A
total lysates from WT or BORCS5 KO iNeurons
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Supplemental Figure 6D
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