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Figure S2
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Figure S3
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Figure S4
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Figure S5
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Figure S6

A Rabbit TCP1
IgG  antibody
= | ANKRDS5 .l : “ |
O i ) ‘
A TCP1 -
ANKRDS5 | sy S— 4. ;
[0}
3 TCP1 | i
-l
GAPDH | D
B HA-TCP1 -+  + + o+ HA-TCP1 -  + +  + + o+ +
Flag-ANKRD35  + - - - - Flag-ANKRD55 + - - - - — 4+
Flag-ANK 1-160aa - - + - - Flag-ANK 1-160aa - — + — — - -
Flag-ANK 161-323aa - - - - - Flag-ANK 161-323aa - - - + - - -
Flag-ANK 324-453aa - - = + - Flag-ANK 324-453aa - — - - + - -
Flag-ANK 454-614aa - — — - - + - Flag-ANK 454-614aa - - - — - + —
GAPDH | i 4D (D D (NS S GHED HA
HA @D = = Gb e» e
- -
F <
= L
o
Flag -
Flag
Flag-ANKRD55 - + + + + + FlagANKRD - + + + +  +
HA-TCP1 + - - - - HA-TCP1 + - - —  —
HA-TCP1 1-187aa  — -+ - - - HA-TCP1 1-187aa - - + - — -
HA-TCP1 188-377aa  — = - + - - HA-TCP1 188-377aa - - - + - -
HA-TCP1378-556aa - - - — + = HA-TCP1378-556aa - - - - + -
GAPDH | s s s s g Flag —— e —
Flag - e - —_
—— ——
=
Q. o)
c @
B o
i
HA HA
il . . cmmm
Scramble  shANKRD55 Scramble shANKRD55 Scramble  shANKRDS55
ANKRDS55 — — ANKRDSs | SR SR S &%= | ANKRDSS || TEw SR A
CCT2 | W Sy e a— CCT4 ---— CCT5 | - —— —
GAPDH | (D D D S GAPDH | S SIS SIS S GAPDH | 4D S S Sy
G Scramble  shANKRD55 Scramble  shANKRD55

ANKRDs5 | S e S |

o [ 5 |
cots | R

GAPDH | S D S S

CCT7

GAPDH




Figure S7
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Figure S8

A Immunoblot quantification of Fig. 2A B Immunoblot quantification of Fig. 2B
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Figure S9

A Immunoblot quantification of Fig. 7A-B
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