










Supplemental Figure 5. GO analysis of the biological processes in genes upregulated in 
mouse tumors. (A) Analysis of 461 AZA group-only upregulated genes. (B) Analysis of 192 
DAC-A-only upregulated genes. (C) Analysis of the 29 upregulated genes shared by the AZA 
and DAC-A groups. (D) Analysis of 320 AZA group-only genes. (E) Analysis of the 170 genes 
upregulated in common in both the AZA and DAC-B groups. (F) Analysis of 841 DAC-B group-
only genes. 
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