Full unedited blots for Figure 5D
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Full unedited blots for Figure 5E
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Full unedited blots for Figure 5G
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Full unedited blots for Figure 5H
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Full unedited blots for Figure 6B
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Full unedited blots for Figure 6C
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Full unedited blots for Figure 6G

WaGa MKL-1 MS-1 MKL-2

pyrvinium
0.5 uyM - +
24h
IRE1a d ] 130 kDa
. .
p-elF2a 38 kDa
T o -
-
elF2a -
- -
P53 - L ee—— 53 kDa

GAPDH T e e —— — e e — — 37 kDa




Full unedited blots for Figure 6l
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Full unedited blots for Supplemental Figure 6C
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Full unedited blots for Supplemental Figure 9C
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Full unedited blots for Supplemental Figure 9F
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Full unedited blots for Supplemental Figure 12B
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Full unedited blots for Supplemental Figure 12C
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Full unedited blots for Supplemental Figure 12F
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