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Supplementary Table 1: List of Oligonucleotides sequences used in the study.

List of Oligonucleotides

Application Gene Orientation Sequence
| GALSY Forward GTCTTGCCAGATGCTACGAGGTTC
Reverse GAAAGCAATGTCACCTCCACAGC
Forward CGAATCACGCTGAAAGTCAATGCC
GRT-PCR PD-LT Reverse ACGGGTTGGTGGTCACTGTTTG
L GALS? Forward AGCTTCAATCATGGCCTGTGGTC
Reverse TCCCAGGTTCAGCACAAAGCTC
Cloning- Overexpression |LGALS1 Forward GCACACTAGTATGGCCTGTGGTCTGGTCG
Reverse GCACCTCGAGTCACTCAAAGGCCACGCAC
CRISPR/ Cas-9 Deletion L GALS? sgRNA1 GTCTCACCTCTTGGCGTCCG
sgRNA2 ATGTCTCAAAGTTCGGGGAG
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Full unedited Gel Figure 3F
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